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I Acicobacteria
P actinosactena
. Bactaroidates
B chicotes

. Finmicutes

B cemmatimonadetes
. Nitrospirae

. Flanctomycetes
I Frotecbacteria
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P verucomiceabia
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actinahodin beta-KS Salinis pora pacifica (W P 018745630.1)
betaKS Kisdelo p. MIZENF4 (WP 042153148.1)
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T # MPIeg
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betaKS

sp. NRRL F-5123 (WP 052387638.1)

betsKS Streptomyces (WP 021039715 1)

adt minimal PKS chain-length factor Streptomy ces [SCKE2577.1)

bets-KS Streptomyces achromagenss (W P 030819584.1)

100 beta KS Streptomyces levenduligris eLs (WP 030791003.1)
beteKS WP 014050067.1)

beta-KS Saccharothiix syringae (W P 033434840.1)

& MPLSS

# LR

bets KS Streptomy ces violaceoruber (W P 0209231883.1)

# MPH108

beta K5 Streptomyces sp. NRAL 51813 (WR 037539204.1)

00 L bets KS Streptomyces decoyicus (WP D53208015.1)

85

beta-KS para fis ca (WP 0B6841498.1)
beta-KS Strept (WP 057088888 1)
betaKS bacterium (AJD20003.1)
0 beta-K5 Strept raseum (WP 031172338 1)
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Bete KS Myroides cdoatus DSM 2801 (EHQ42560.1)
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